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SEQUENCE LISTING 

3 (1) GENERAL INFORMATION: 



5 (i) APPLICANT: Williams, James A. 

6 Thalley, Bruce S. 

8 (ii) TITLE OF INVENTION: Multivalent Vaccine For Clostridium 

9 Botulinum Neurotoxin ^^S^fi^^H^^,. 
11 (iii) NUMBER OF SEQUENCES: 82 "f \\ 

13 (iv) CORRESPONDENCE ADDRESS: f \ 

14 (A) ADDRESSEE: Medlen & Carroll f f 

15 (B) STREET: 220 Montgomery Street, Suite 2200 | Lad |; 

16 (C) CITY: San Francisco $ Bfll | 

17 (D) STATE: California § ™~ | 

18 (E) COUNTRY: United States of America | (Qf^ § 

19 (F) ZIP : 94104 | „ « n | 

21 (v) COMPUTER READABLE FORM: f iJJ | 

22 (A) MEDIUM TYPE: Floppy disk j L § 
2 3 (B) COMPUTER: IBM PC compatible | "~ I 

24 (C) OPERATING SYSTEM: PC-DOS/MS-DOS |? jj^^ || 

25 (D) SOFTWARE: Patentln Release #1.0, Version #1.30 ^ n„n 

2 7 (vi) CURRENT APPLICATION DATA: SJJ tj 
:--> 28 (A) APPLICATION NUMBER: US/10/728 , 696 f| ; ;' 
:--> 29 (B) FILING DATE: 05-Dec-2003 i\ 

30 (C) CLASSIFICATION: 424 '^h^iti^M^' 

31 (vii) PRIOR APPLICATION DATA: 

32 (A) APPLICATION NUMBER: US/08/704 , 159 

33 (B) FILING DATE: 28-AUG-1996 

34 (viii) ATTORNEY/AGENT INFORMATION: 

3 5 (A) NAME: Ingolia, Diane E. 

36 (B) REGISTRATION NUMBER: 40,027 

37 (C) REFERENCE/DOCKET NUMBER: OPHD- 02304 

3 9 (ix) TELECOMMUNICATION INFORMATION: 

40 (A) TELEPHONE: (415) 705-8410 

41 (B) TELEFAX: (415) 397-8338 
44 (2) INFORMATION FOR SEQ ID NO: 1: 

46 (i) SEQUENCE CHARACTERISTICS: 

47 (A) LENGTH: 24 base pairs 

48 (B) TYPE: nucleic acid 

4 9 (C) STRANDEDNESS: single 

5 0 (D) TOPOLOGY: linear 

52 (ii) MOLECULE TYPE: DNA (genomic) 

56 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 

58 GGAAATTTAG CTGCAGCATC TGAC 24 
60 (2) INFORMATION FOR SEQ ID NO: 2: 
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62 (i) SEQUENCE CHARACTERISTICS: 

63 (A) LENGTH: 24 base pairs 

64 (B) TYPE: nucleic acid 

65 (C) STRANDEDNESS : single 

66 (D) TOPOLOGY: linear 

68 (ii) MOLECULE TYPE: DNA (genomic) 

72 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

74 TCTAGCAAAT TCGCTTGTGT TGAA 24 
76 (2) INFORMATION FOR SEQ ID NO: 3: 

78 (i) SEQUENCE CHARACTERISTICS: 

79 (A) LENGTH: 2 0 base pairs 

80 (B) TYPE: nucleic acid 

81 (C) STRANDEDNESS: single 

82 (D) TOPOLOGY: linear 

84 (ii) MOLECULE TYPE: DNA (genomic) 

88 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

90 CTCGCATATA GCATTAGACC 2 0 

92 (2) INFORMATION FOR SEQ ID NO: 4: 

94 (i) SEQUENCE CHARACTERISTICS: 

95 (A) LENGTH: 19 base pairs 

96 (B) TYPE: nucleic acid 

97 (C) STRANDEDNESS: single 

98 (D) TOPOLOGY: linear 

100 (ii) MOLECULE TYPE: DNA (genomic) 

104 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

106 CTATCTAGGC CTAAAGTAT 19 
108 (2) INFORMATION FOR SEQ ID NO: 5: 

110 (i) SEQUENCE CHARACTERISTICS: 

111 (A) LENGTH: 813 3 base pairs 

112 (B) TYPE: nucleic acid 

113 (C) STRANDEDNESS: single 

114 (D) TOPOLOGY: linear 

116 (ii) MOLECULE TYPE: DNA (genomic) 

119 (ix) FEATURE: 

12 0 (A) NAME/KEY: CDS 

121 (B) LOCATION: 1..8130 

124 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

126 ATG TCT TTA ATA TCT AAA GAA GAG TTA ATA AAA CTC GCA TAT AGC ATT 4 8 

12 7 Met Ser Leu lie Ser Lys Glu Glu Leu lie Lys Leu Ala Tyr Ser lie 
128 1 5 10 15 

130 AGA CCA AGA GAA AAT GAG TAT AAA ACT ATA CTA ACT AAT TTA GAC GAA 96 

131 Arg Pro Arg Glu Asn Glu Tyr Lys Thr lie Leu Thr Asn Leu Asp Glu 

132 20 25 30 

134 TAT AAT AAG TTA ACT ACA AAC AAT AAT GAA AAT AAA TAT TTG CAA TTA 144 

135 Tyr Asn Lys Leu Thr Thr Asn Asn Asn Glu Asn Lys Tyr Leu Gin Leu 

136 35 40 45 

13 8 AAA AAA CTA AAT GAA TCA ATT GAT GTT TTT ATG AAT AAA TAT AAA ACT 192 

139 Lys Lys Leu Asn Glu Ser lie Asp Val Phe Met Asn Lys Tyr Lys Thr 

140 50 55 60 
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GTA 


AGA 


ATT 


AAT 


AGT 


GAG 


GGA 


2256 


311 


He 


Thr 


He 


Gly 


Ala 


Asn 


Gin 


Tvr 


Glu 


Val 


Arcr 


He 


Asn 


Ser 


Glu 


Glv 




312 








740 










745 










750 








314 


AGA 


AAA 


GAA 


CTT 


CTG 


GCT 


CAC 


TCA 


GGT 


AAA 


TGG 


ATA 


AAT 


AAA 


GAA 


GAA 


2304 


315 


Arg 


Lys 


Glu 


Leu 


Leu 


Ala 


His 


Ser 


Gly 

2 


Lys 

2 


Trp 


He 


Asn 


Lys 

2 


Glu 


Glu 




316 






755 










760 










765 










318 


GCT 


ATT 


ATG 


AGC 


GAT 


• TTA 


TCT 


AGT 


AAA 


GAA 


TAC 


ATT 


TTT 


TTT 


GAT 


TCT 


2352 


319 


Ala 


He 


Met 


Ser 


Asp 


Leu 


Ser 


Ser 


Lvs 

2 ^ 


Glu 


Tvr 

2 


He 


Phe 


Phe 


Asp 


Ser 




320 




770 










775 










780 












322 


ATA 


GAT 


AAT 


AAG 


CTA 


AAA 


GCA 


AAG 


TCC 


AAG 


AAT 


ATT 


CCA 


GGA 


TTA 


GCA 


2400 


323 


He 


Asp 


Asn 


Lys 


Leu 


Lys 


Ala 


Lys 


Ser 


Lys 


Asn 


He 


Pro 


Gly 


Leu 


Ala 




324 


785 










790 










795 










800 




326 


TCA 


ATA 


TCA 


GAA 


GAT 


ATA 


AAA 


ACA 


TTA 


TTA 


CTT 


GAT 


GCA 


AGT 


GTT 


AGT 


2448 


327 


Ser 


He 


Ser 


Glu 


Asp 


He 


Lys 


Thr 


Leu 


Leu 


Leu 


Asp 


Ala 


Ser 


Val 


Ser 




328 










805 










810 










815 






330 


CCT 


GAT 


ACA 


AAA 


TTT 


ATT 


TTA 


AAT 


AAT 


CTT 


AAG 


CTT 


AAT 


ATT 


GAA 


TCT 


2496 


331 


Pro 


Asp 


Thr 


Lys 


Phe 


He 


Leu 


Asn 


Asn 


Leu 


Lys 


Leu 


Asn 


He 


Glu 


Ser 




332 








820 










825 










830 








334 


TCT 


ATT 


GGG 


GAT 


TAC 


ATT 


TAT 


TAT 


GAA 


AAA 


TTA 


GAG 


CCT 


GTT 


AAA 


AAT 


2544 


335 


Ser 


He 


Gly 


Asp 


Tyr 


lie 


Tyr 


Tyr 


Glu 


Lys 


Leu 


Glu 


Pro 


Val 


Lys 


Asn 




336 






835 










840 










845 
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VERIFICATION SUMMARY DATE: 08/27/2004 

PATENT APPLICATION: US/10/728,696 TIME: 11:50:31 

Input Set : N:\Crf3\RULE60\10728696.raw 
Output Set: N:\CRF4\08272004\J728696.raw 

L:28 M:220 C: Keyword misspelled or invalid format, [(A) APPLICATION NUMBER : ] 

L:2 9 M:220 C: Keyword misspelled or invalid format, [(B) FILING DATE:] 

L:4168 M:246 W: Invalid value of Alpha Sequence Header Field, [TOPOLOGY:], SeqNo=32 

L: 11352 M:246 W: Invalid value of Alpha Sequence Header Field, [TOPOLOGY:], SeqNo=82 
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